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Influence of maternal genetic effect on the genetic evaluation of peripheral blood immunity in mice
K. Suzuki, K. Yoshimura, K. Miyauchi, D. Ito, Y. Miyazaki, E. Sakai, K. Yamamoto and M. Takemoto

Effect of divergent selection for intramuscular fat on lipid metabolism traits in rabbits
S. Agha, M. Martinez-Alvaro, V. Juste, A. Blasco and P. Herndndez

Genotype by feeding interaction and genetic parameters for growth rate and carcass traits in rabbits
M. Ragab, J.P. Sanchez, J. Ramon, O. Rafel and M. Piles

Genotype by feeding regimen interaction for common diseases in rabbits
M. Ragab, J.P. Sanchez, J. Ramon, O. Rafel and M. Piles

Using of genomic data to assess genetic differentiation in cervids
R.Kasarda, N. Moravcikovd, A. Trakovickd, O. Kadlecik and R. Kirchner

Comparison of microarray-based detected runs of homozygosity with next-generation sequencing result
T. Szmatofta, A. Gurgul, T. Zgbek, 1. Jasielczuk and M. Bugno-Poniewierska

Multibreed association studies at the sequence level: comparison between meta and joint analyses
M. Tessier, M.P. Sanchez, E. Venot, R. Letaief and P. Croiseau

Development of method for the isolation and sequencing of the mitochondrial genome
1. Jasielczuk, A. Gurgul, M. Bugno-Poniewierska, K. Pawlina, E. Semik and T. Szmatota

Estimation of genetic parameters for reproductive traits in alpacas
A. Cruz, I. Cervantes, A. Burgos, R. Morante and J.P. Gutiérrez

Inbreeding in Swiss dairy cattle populations
A. Burren, A. Kreis, J. Kneubuehler, E. Barras, A. Bigler, U. Schnyder, M. Rust, U. Witschi, H. Joerg
and F. Schmitz-Hsu

Genetic analysis of hyperthelia in Brown Swiss cattle
A. Butty, J. Moll, S. Neuenschwander, C. Baes and F. Seefried

Gene flows and dog breeding practices in France, Sweden and UK
S.Wang, G. Leroy, S. Malm, S. Lewis, E. Strandberg and W. Fikse

Genetic markers with non-additive effects on milk and fertility in Holstein and Jersey cows
H. Aliloo, J.E. Pryce, O. Gonzdlez-Recio, B.G. Cocks and B.J. Hayes

Genetic parameters for reproductive traits of Africanized drones Apis mellifera L. (Apidae)
F.M.C. Maia, E.N. Martins, E. Migliorini, T.E. Stivanin, M. Souza, M.C. Rodrigues, D.A.L. Lourenco,
E.L.R. Silva, M. Potrich, F.T. Diniz, R.L. Fantin, L. Bonetti, N.V. Santina, G.D. Maia and F. Raulino

morphometric analysis of the two different honeybee (Apis mellifera L.) populations
F. Gurel

Session 21. Beef production, supply and quality from farm to fork

Date: 1 September 2015; 14:00 - 18:00 hours
Chairperson: J.F. Hocquette/K. De Roest

Theatre Session 21
Genetic parameters for behaviour and type traits in Charolais cows

A. Vallée, J.A.M. Van Arendonk and H. Bovenhuis
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Session 20 Poster 24

Estimation of genetic parameters for reproductive traits in alpacas

A. Cruz!, I. Cervantes?, A. Burgosj, R. Morante! and J.P. Gutiérrez?

'Fundo Pacomarca— INCA TOPS S.A., Miguel Forga 348, Arequipa, Spain, °Dpto. de Produccion Animal,
Universidad Complutense de Madrid, 28040 Madrid, Spain; gutgar@yvet.ucm.es

One of the main deficiencies affecting animal breeding programs in Peruvian alpacas is the low reproductive
performance leading to low number of animals available to select strongly decreasing selection intensity.
Leaving aside management issues, some reproductive traits could in turn be improved by artificial selection,
but very few information about genetic parameters exist for these traits. The aim of this study was to
estimate genetic parameters for six reproductive traits in alpacas both in Suri and Huacaya ecotypes, as
well as their genetic relationship with fiber and morphological traits. Dataset belonging to Pacomarca
experimental farm collected between 2000 and 2014 were used. Number of records for age at first service
(AFS), age at first calving (AFC), intercourse time (IT), pregnancy diagnosis (PD), gestation length (GL),
and calving interval (CI) were respectively 1,704, 854, 19,770, 5,874, 4,290 and 934. Pedigree consisted
of 7,742 animals. Estimated heritabilities, respectively for HU an SU were 0.19 and 0.09 for AFS, 0.45 and
0.59 for AFC, 0.04 and 0.05 for TI, 0.07 and 0.05 for PD, 0.12 and 0.20 for GL, and 0.14 and 0.09 for CI.
Genetic correlations between them ranged from -0.96 to 0.70. No important genetic correlations were found
between reproductive traits and fiber or morphological traits, in HU being the highest 0.24 between AFS
and DE. However several favorable genetic correlations higher than 0.34 in absolute value were found in
SU, being AFS and IT the trait more related to productive traits and AFC, IT and GL that more related to
Morphological traits. Reproductive performance would be indirectly selected in SU but some reproductive
traits could be included as selection objectives in HU.

Session 20 Poster 25

Inbreeding in Swiss dairy cattle populations

A. Burren!, A. Kreis!, J. Kneubuehler?, E. Barras’, A. Biglerz, U. Schnyder?, M. Rust®, U. Witschi?, H. Joergl
and F. Schmitz-Hsu?

!Bern University of Applied Sciences BFH, School of Agricultural, Forest and Food Sciences HAFL,
Liinggasse 85, 3052 Zollikofen, Switzerland, *Swissgenetics, Meielenfeldweg 12, 3052 Zollikofen,
Switzerland, Holstein Association of Switzerland, Route de Grangeneuve 27, 1725 Posieux, Switzerland,
4Swissherdbook, Schiitzenstrasse 10, 3052 Zollikofen, Switzerland, SBraunvieh Schweiz, Chamerstrasse
56, 6300 Zug, Switzerland; alexander.burren@bfh.ch

In recent years, many studies have shown that increasing inbreeding results in declining performance, fertility
and health of dairy cattle, resulting in inbreeding depression. In this context, the inbreeding development of
seven dairy cattle populations was studied: Brown Swiss (BS), Original Braunvieh (OB), Holstein (HO),
Red Holstein (RH), Red-Factor-Carrier (RFC), Swiss Fleckvieh (SF=RH x SI) and Simmental (SI). All herd
book animals with birth years from 1990 to 2012 and their ancestors were included. The mean pedigree
completeness, considering 1 to 6 generations, varied between 83% to 99% (OB=99%, SI=95%, BS=92%,
SF=91%, RH=89%, RF=85%, HO=83%). In the HO, RH and RFC animals, the mean pedigree completeness
is lower than for the other populations, which is why the inbreeding coefficients are less meaningful. This
finding is not surprising as sires from other No-Swiss populations with low pedigree information is still
common today. For all seven breeds average inbreeding coefficients showed a varying increasing trend,
and were found at 4.7% (BS), 4.2% (HO), 3.7% (SI), 3.5% (OB), 3.1% (RH), 2.6% (RFC) and 2.4% (SF)
for the year 2012. The increase in the mean inbreeding coefficient (AF) was found in the period 1990-2012
in the following populations: SI (2.8%), HO (2.7%), BS (2.5%), OB (2.3%), RH (1.8%), RFC (1.5%) and
SF (1.3%). For all seven breeds no specific management measures are required but a regular monitoring of
inbreeding coefficients is proposed.
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